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Research Progress on Production of V¢ Precursor——2-Keto- L -Gulonic

Acid from Glucose by Bacterial Component System

Wang Hongbin  Zhang Liping
{College of Life Science, Hebei University, Baoding, 071002)

ABSTRACT Bacterial cornponent system is provided as a new process for producing vitamin C precursor — 2 — keto
- L — gulonic acid from ghicose, which can change the way of producing medicine by chemical reaction and reduce
costs. Special physiological functions and many combination patterns of bacrerial component system have been found
but they were very complicated for application. With the development of molecular biology, the trend {rom bacterial
component system to single strain fermentation has been formed. Therefore, bacterial component system has impor-
tant value or rescarch in theory and potential of development . Research on producing vitamin C by fermentation was
discussed, including bacterial combination, fermentation ways, buiiding gene engineering bacteria and fermentation
technology and condition. What’s more, direction of research and exploration in the future was suggested.
Key words  bacterial component system, 2-keto-I-gulenie acid, vitamin C
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