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Structure of Beta — lactoglobulin and Its Similarity to

Searching for Latent Bioactive Peptides Encrypted in Food
Proteins with Self-Constructed Database of Biologically Active Peptides

Li Guanhong Le Guowei  Shi Yonghui  Le Xiaoliang
School of Food Science and Technology Southern Yangtze University Wuxi 214036

ABSTRACT By using Microsoft Access 2000 database software a bioactive peptides database which
was constructed which comprised three sub-database ordinary food protein sequences sub-database and
proteolytic enzyme information sub-database. Two self-developed programs provide flexibility in
searching fragments of selected peptide or protein with the sequences of peptides from the database.
Also it allows for searching enzyme that could hydrolysis the selected peptides. The daabase has func-
tions for data input data modification and deletion query and search.
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