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LL1.1 #EkbBHEK

it % % EMKE (Klebsiella pneumoniae)
AslL. 1736 B A F R BEMEV AR KBHFE
BL21(DE3).pET—28a(+)M H Novagen A H] .
1.1.2 £&&A

Xbal.Sacl.LATag . Ligation Mix . DNA B &
DNA 328 R ik & .DNA difb i AFI &S WA £ £
PIR(KE)ARAA. X-gal . IPTG B Promega
A
1.1.3 3#%%

KB EIEFRER LBEFE, SEHRERE
B KB B8 5 % % LB/Kan(100mg/L),
1.2 dhaKL BEAY H

B NCBI P AEHN _BHNHEMOEERF
H(NP_415718)i%it—%4514y .

dhaK-F1 5’-TCTAGAGAATTCGCACAATG-
GATTCATCGGCA-3’ (& Xba I BEYIf &),

Dhal-R2 5 ’-GAGCTCCCTTACTCTTTTGCG-
GCTAAC -3’ (& Sacl BEYILLD s

RIS %K 94°CHAEH 10min, BHRSHN.
98°C10 s,55°C30 s,72°C90 s,30 MBI,
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Kk 1017bp, ftB ey 356 MEEBBEA R M LK
#;0RF2 £ K % 633bp, Hi5mk 210 M EEMBE
:954: 0P 9 372
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B9 39 KUa,23 KUa M & - B T 5 Bt %4 (B
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dhaKL Gene Clone and Expression of Klebsiella pneumoniae

Zheng Yan', Guan Yifei',Liu Changjiang®
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2(The government of Liaoning Province, Shenyang, 110000,China)

ABSTRACT The gene of dhaKl encoding Dihydroxyacetone kinse was amplified by PCR from the genomic
DNA of Klebsiella, pneumoniae Asl. 1736 and the expression vector pET—~28a(+)/dhaKL was constructed.
Sequence analysis showed that it is consisted of two ORFS, the length of ORF1 is 1017bp and encode 356 ami-
no acid residues; the length ORF2 is 633bp and encode 210 amino acid residues. SDS-PAGE showed that the
dhaKL gene had been expressed and the enzyme activity was 15. 6U/ml in the supernatant.

Key words dhaKL,gene clone,expression
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KAERLBANFLRBANTHBOFRTFA AN R, AUANTART AN . EXRTHLBAN, K
Eo b RANFRHER A BER. A XA DMALAANIREEN S AR TREX Y LY L ARHFHE
A, :

SRANZTRENXIARE —FEHFHEITR . F-FTEAREARTROLAETERKIRE. FARETLLH
AR HR  BELZTF REZBAEH ATERRERTWRAFAF HEZREARRZ R THBFER ——Z W "B A
REMFHEERYRE - FRERE - Mo BF = ALHE DT,

F— Rt U TR, - FELLBANY B ATESHREBAREF L AN A, Y428 AKX HOTHS
FB.RELFERKAGHA . XL EARFRAZINAVENFERER, wREXLFARALT HERSBANTSF, R
ENRTHORARERCBAARPIE TREMEA RARRALHARBX AU WEEFH,

F_ BARRNTIRRS ALBANEHARLS BRLBANEHFA TV HRXTABENZIERARRENUEZ
AR EHBDAARN AR AR BAL T LA A B R PEANRT A RUFTLEHN, AEER . FEHARATHEAH
F 5008, KEBAHRRNY 455,

FZ BEIMLEMNE LY. RANERET FPFELTRLZREEXH2AY  AAARAEMERY. 2E L7
MIRALLHCTFR AALTRETHARARN KRG LERWNLTRA, SRUVARSTERBERRNY 44
BENXATA ERENCRHAREAHTARWEEFA.

BARBRXLULEBE EAUTAAFEEF. DBEFEAD REXAT SR HEENER. EJEARKTHRER
S FRARAGCHEARGAY AP RE~hck, EREFXHERNGER LA EMBRAEAFTERADHRIA
HABXFARUATRRENR N BERF ¢ FURTRADARRIHNAR. ONESR ML L., BHRE
AEA-BEABNOVERAEEI AW R ATHF AN RRS AXRENTSHE—L-SHE, REXTLLEA
ARIAGEREBLDER., AR XAFAHEER T O RELEERT RN XAARREFNE L L.
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