ga% SEBETW Food and Fermentation Industries

PCR ZE A B E S ERMRL

E £ ¥EL MMR¥
(BRAEBHRKERRIER, FE,710062)

" =

B #ENARAR, A PCREKED R AR E NS WA Tag R E MZ" K B

KBE EHFEE ME BEFXARESAFTEEF TR, BEABHPCRENBELAH 50l 3 ¥
AP, TiqBRE 20U ML MZ " HE 2.0mmol L.BXKEE S8C, ¥ HEF 94CHEH 4min
J6 3 N PCR 46 3, B 94C A0S~ 58T B0S—-72T A0S, # 5 35 %,72C FE ¥ 5Smin,

X@E PCR, WAHE, #4404

Tt 24 R (1T T R 14 ) — o O A L
BREESHAE EAREERTFL2ESR
A L RERAENARE, “EEW
WHRIKRE, AR LE A ZRXTHAE
SRARMENBAEHHRED . BAE
FrEERE 10 g EREREWPHATRIR<
1, ot BB AR A A il Q3R B R AR SE R M
WEERBZ—. AXEEH LN PCR BK
W R R A, R R R 4
A B B

1 MES5FZE

1.1 e 5{E

it # W (DSM3392) ¥ H 7 B DSMZ
{(Deutsche Sammlung von Mikroorganismen und
Zellkulturen, Bl 32 3¢ German Collection of Mi-
croorganisms and Cell Cultures) ; TagDNA B &
B .59 ANTPs \Tris % EMAT HURRE X
[ Sigma 72 ] ; DNA Marker (SD002) b3 &
B;PCR .. H M EBES ®E Eppendorf
AT BN EEKE EIAESREN £

RRAEE R,
1.2 XRAHZE
1.2.1 ## DNA # 4

# CTABPI3: 21,982 0.1 ng/pL. 1 pg/
pL 2 ¥ B MBUR DNA,
1.2.2 314t

2 Yamazaki 2 A" &it. 319 A:5'-
ACGGGTAGGCATCTACTTGT-3,5! 4 B:5'-
AGGAGCTTTCCACTCTCCTTGT-3', ¥ # 7=
YR BER/NK 294 bp, e BR R BB R, R 4
B %5 DNA R4,
1.2.3 #ARKB

BEFRBER, &% 15 R &4 M
53, B Buffer(Z ¥ ) .ANTPs M58 K4k
A5, %t Taq B§¥RBE \Mg”* % B B KB B &5
B /it ] JEF RS A KRR 2 BUERA
BERETRAEMRL, L 10pg # 1ng 2 AR
HEEN R, 2B XRE R E L EF B
KT R AT HBF N :94C TAEH 4 min
# A PCR 183, Bl 94 /60s — 55C / 60s —
72C /60s,40 NME , BT 72C FEM 5Smin,

#1 PEASEERE PCR EEKRAT NEd

B4 Taq B Buffer Mgt

dNTPs Bl EL

WHE 2.5U/mL 1XRrhH

1.5 mmol/L

0.2 mmol/L 10 ng/mlL. 1 pmol /L

¥ . 28 Mh k¥R BE 25 , 100 mmol /L Tris — HCl pH8.3,500 mmol/L KCl 1% %& 4 % ,94°C /60s ZE+£;37°C / 60s M ¥k ; 72°C /60s JE{#

B-EE MLBHREMRENECEREE) .
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®2 KBPEERRARAE

B % AL

Taq MW B /U L ™! 1.0.1.5,2.0.2.5. 3.0

Mg?* ¥ & /mmol - L™! 1.0, 1.5, 2.0.2.5. 3.0

BAEED T 45.1.45.8.47.3.49.3.51.7.54.4.,57.1.59.7.62.1.63.9
BB /AHRELC s 94/10.58/10.,72/10;94/30.58/30.,72/30;94 /60 .58 /60 . 72/60
(RS 25.30.35.40

DHAR: Tm=4(G+C)+2(A+T), Ta= Tm- 101115, 55C £ 5C # Eppendorf PCR X F # 7B R, ¥

BETY M PRk, RO MIHR,

2 BREQHN

2.1 TaqBBRE
mE LA, BEREN 10 pg BF,1 U/mL

HEWEHK DNA B, H4 BENEREUE
FI2 5 s AR E N 1 ng B, 3975 1M B DNA
B ASANEEXHENEN, BREEREN
B, Taq BEIREZPH 1.5U/mL, H F Tag
WS SRR MEA RN R, T #
SR E, Taq R AR & , NI Taq B3
R 2.0U/mL,

B1 AR Teq BRETHTHER
M:DNA marker, 0:BI#E%H B, 1~5: 848 & 10pg, Taq

BN 1.1.5.2.0.2.5.3.0 U/mL; 6 ~ 10: BU &
1ng, Taq BHEW ¥ 1.1.5.2.0,2.5.3.0 U/mL
2.2 Mg iRE

i 2, 8RR R 10 pg B, 3 SHY ™

B2 AR M EETHYHER
M:Marker,0; #4381~ 5 85 & 10 pg, M®" W
A K 1.0.1.5.2.0.2.5.3.0 mmol/L, 6~10: 4584
1ng, M@ A K 1.0.1.5.2.0.2.5.3.0 mmdl/L

(100 )

Y AR R R AR BN 1 ng B ,8 B Y 1=
PN R, 355 8 SXMA Mg® W E
¥ 2.0 mmol/L, H L 2.0 mmol/L ¥ & %
R 3;
2.3 BARE

HEE 3(a). 3L LIRS ,3~8 851y
BHEHENER, BEREAME, — 8K
BAEERK HAMNESR; BARERS,
pEgRaRE" BTV HARHFARTR
T, N AR MR IR R Rk, Rk
¥ SSC HBERKERE , HENT 75585
a1

3(a) BB 10pg

A 3(b) B & Ing
B3 AEBABETHIHMER
M: Marker, 0: B # % B, 1 ~ 10: 45.1,45.8.47.3,
49.3.51.7.54.4.57.1.59.7.62.1.63.9C

2.4 EWBE/E

i 4(a) 4(b) AT LE 1,10 pg AR BB,
A GR A VEEMET RN 10s MY HERIH
#; 30s M 60s MG RIEMYE, B2 Y e
REAMFE, HEREEEN,105.305.60s



M BBUREA A, WA KSR, %
# 30s K EAEIEIRR ]

B 4(b) BHEN 1ng
B4 AFEEHRE TR HER
M:Marker,0: X B, 1:10s;2:30s;3:60s

2.5 fEWRH

W 5(a) 5(b) i, 10pg AR BB, 25
W30 RWERBRE, 35 KA KRBT H™
Y, 1ng BAREN, 25 KEBEAT H™9,30

B 5(a) B4R B K 10pg

B S(b) BKEH Ing
BS5 FABHRRETHIHER
M:Marker,0: B ¥E X B8, 1:25 %;2:30 &K ;3:35 K;4:
40 )

W35 W40 R F I HT YW, S/
AR AR R R, 35 WIEFF AT {5 g
Yy ECGABIR PR, B LR 35 KB,

38 #®

2533 Ph E 5 4~ PCR R B &4 89464k , 18
3| PCR R B & S0l P K E S, Tag
W 2 U/mL Mg?" ¥ JE 2.0 mmol/L.i8 k
B SST ;¥ B 94C HI M 4 min FHEA
PCR & 3, B} 94C /30S — 58T /30S — 72C/
30S, & F 35 K, B7E 72C F &M S min, X
B &4 F B LUEIE DNA AR B 1K % 10 pg it
TEARGFHT YR, AR RE R
Rt E 42 8 h KL, PCR ¥ 3 I i i A]
A 1A R, X 2 AR BT B E
DA BERTPRHAENRERHEET
A,

$ £ X WM
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Analysis and Appraisal of Nutrients of Houttuynia cordata Thunb
o Gong Xihuai' Cheng Mingliang®

1(Department of Chemistry, College of Chemistry and Biochemistry, Guizhou University, Guiyang, 550025)
2(Guiyang Medical College, Guiyang, 550008)

ABSTRACT The nutritive compositions of Houttuynia cordata Thunb were studied. The results
showed that it was very rich in decanoyl acetalehyde and total flavonoids. Besides contcuning rich Vg,
it has higher content of Vpp and Vc. The content of V¢ was 5~ 80 times as high as that in conmon
vegetables. Furthermore,the amount of Ca.Fe.Mn,Cu.Zn were higher than these in general vegeta-
bles. In addition, it was rich in 6 kinds of essential amino acids. The compositions of amino acids were
reasonable because it accorded with the protein reference pattern provided by WHO/FAQO. The result
has indicated that it is one type of wild vegetable resource that shows great potential in its nutrition,

health and medical functions.

Key words Houttuynia cordata Thunb , nutritive composition, decanoyl acetalehyde, total flavonids
vitamin, mineral element, amino acids
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Optimization of PCR Reaction Conditions in Detection
‘of "Alicyclobacillus acidoterrestris
Wang Hong  Chang Yuhua  Qiu Nongxue

(Department of Food Engineering, Shaanxi Normal University, Xi’an, 710062)

ABSTRACT Study on the reaction conditions i. e. concentration of Tag DNA polymerase and
Mg?* , annealing temperature, recycle temperature/time, number of cycles in rapid detection of Ali-
cyclobacillus acidoterrestris by PCR technology was presented in this paper. The optimized parameters
achieved for 50uL PCR reaction system are 2 U/mL Taq DNA polymerase , 2.0 mmol/L [(Mg2" ],
58C annealing tempreture. The amplification sequences is: pre-denaturation at 94C for 4 min, then
run the PCR for 35 cycles including 94°C for 30s~58C for 30s ~72C for 30s, and finally extend the
process at 72C for 5 min.

Key words PCR, Alicyclobacillus acidoterrestris, optimizing reation conditions

FAERA"REETERTE

BE AVH-FRBEFAEFE— KA S BREABRERFRARBRF R, RE%RFRE
HARAPAHATARRENARNECENRLERC S ERAREE AHFR-SARRENT
FE RN
FH,ANZEEFNAESRRABFAFRS L HAERAARABL IS A RHENEHRK
WY R — KOS BAERARERR TR, BT A RRERBAR AL AR A B EREAH
WAR REX T -EMARE, XAFRAUFRLEARREE MG NE 4 8 8.5 450 ET %
BEAGFHR EAOPHAGEAS NP I ELFHEN.
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