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Screening of high yield acetic acid bacteria in Shaanxi Folk Vinegar
Pei and its fermentation characteristics

XIE Jinming,ZHAO Xiufang, YUAN Jianglan, KANG Xu "
(Hubei University of Technology, College of Bioengineering and Food, Wuhan 430068, China)

ABSTRACT In order to obtain acetic acid bacteria strains with high acid production and exceptional
condition tolerance, three strains of acetic acid bacteria JM1, JM2 and JM3 were selected from Shaanxi
Folk Vinegar Pei through preliminary and secondary screening. The acid-producing and fermentation
characteristics of these selected strains were tested using AS1. 41 as the control. The results showed
that JM2 had a significantly higher acid-producing ability than the control ( P <0.05), and the toler-
ance to temperature, ethanol, acetic acid and salt was relatively strong. It could resist to ¢ ( ethanol)
9% (30 °C, 180 r/min), ¢(acetic acid) 3% and 16.0 g/L salt (30 °C, ¢(ethanol) 3.6% , 180
r/min) , and had a strong acid-producing ability in the temperature range of 26 —37 °C. Through the
homologous sequence analysis of 16S rDNA, the strain JM2 was identified as Acetobacter tropicalis .
JM2 is a superior strain of acetic acid bacteria with strong acid production ability and good tolerance,
which has potential industrial application prospects.

Key words Shaanxi Folk Vinegar Pei; tolerance; fermentation characteristics; 16S rDNA ; Acetobact-
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Fig. 1  Screening plate of strains
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Table 1 Preliminary identification of acetic acid bacteria
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biomass and acid production

2.2.2 BAEMZE

T T 32 PR AR A5 R K 4 Bros. TR 26 ~
37°C, B A 16 T PR AR R ™ PR P AR 5,37 ~ 40 °C
W, AR R R B TS R A o ML IM2 (JM3 i
IR IR AT R O 30 C /2, HAE 26 ~37 C/7 R
RE 7 ¥, FErh IM2 #1974 B v, 35 38,9 ¢/L
AST. 41 & B BB SR E O 30 ~ 34 °C 16 H A9 7 R i
J§ 30 ~37 C Mk F] 32 ¢/L. fE—E MG FRIRE

176 | 2020 Vol. 46 No. 10 (Total 406)

TR it B2 b T2 A R T R IR A9 A R, T
i B2 5 s 2 3 O PR Al BE ) R AER, D R R
B ZEA YT AL, IM2 AT A B IR I 2

3.0r A

Ml
B M2
B3 M3
E= AS141

25
2.0F
1.

oD,

1.0

A - TR R ;B - R
P4 B R R T B

Fig.4 Effect of temperature on bacterial biomass and
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