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ABSTRACT In order to explorer the structure of polysaccharides from Phlebopus portentosus which
was collected from Xingyi, Guizhou. The crude polysaccharide was extracted by hot water extraction
method, and then successively purified by deproteinization, decoloration and column chromatography,
a refined polysaccharide was obtained after purification, named AHP. The structural characteristics of
AHP were elucidated by chromatographic methods. Infrared spectrometer (IR) and nuclear magnetic
resonance ( NMR ) indicated that AHP is typical a-pyranose with characteristic peaks of polysaccha-
rides. The monosaccharide composition was evaluated by high performance liquid chromatography
(HPLC) using pre-column derivatization with 3-methyl-1-phenyl-5-pyrazolone (PMP) ,and AHP was
found to consist of mannose, rhamnose, glucose, galactose and fucose, with a molar ratio of 1.54:
0.07:0.25:1.72:0.96. The molecular weight was determined to be 2.03 x 10* Da by high perform-
ance gel-permeation chromatography (HPGPC) . The methylated derivatives analysis suggested that the
main linkage form in AHP were —1,6)-Galp,—1,3)- Glep,—2,4)- Manp and —1)- Galp. The
scanning electron microscope was used to observe AHP and showed reticular structure dominated, with
a small amount of spherical and filamentous polysaccharides. This paper presents the primary structure
of polysaccharide from Phlebopus portentosus. It will lay a foundation for further understanding the poly-
saccharide activity mechanism of Phlebopus portentosus.
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Fig.7 Distribution of purity and HPGPC of AHP
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IR R —1,6) - Galp, &4 (5 32.71% ;P74
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polysaccharide
& B4 I fe)
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13. 08 2,3 ,4-tri-O-methyl-D-Fue —1,6) -Fucp 1.86
20.51 2,4 ,6-tri-O-methyl-D-Rha  —1,3)- Rhap 2.80
27.00 2,3 ,4-tri-0O-methyl-D-Gal —1)- Galp 10.28
30.32 2,4 ,6-tri-O-methyl-D- Gal ~—1,3)- Galp 3.73

31.04 2,3,4- tri-O-methyl-D- Gal —1,6)- Galp 32.71
34.05 2,3 ,4- tri-O-methyl-D- Man —1,2)- Manp 4.67
36.35 2,4,6- tri-O-methyl-D-Glu ~ —1,3) - Glep 20.56
38.32 2,3,4- tri-O-methyl-D-Man  —1,6) - Manp 3.72
39.26 3,6- di-O-methyl-D-Man —2,4)- Manp 19.62
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